As part of a search for biochemical genetic markers for tiger shrimp 
INTRODUCTION
Tiger shrimp, Penaeus tnonodon, is an important species in both capture fisheries and coastal aquaculture in Indonesia. An estimated 300.000 ha. of brackishwater pond are in use, mostly converted from mangrove area (Chamberlain, 1991) . Approximately 90% of the Penaeus monodon fry required for pond stock- ing originate from hatcheries. In 1994, 142 hatcheries were operating in Indonesia.
Although Penaeus ntonodon farms the basic of the largest penaeid aquaculture industry in Indonesia, little is known of it genetics. Some work has been carried out on the hybridization between P. stylostris and P. monodon (Benzie et aI., 1975) and some quantitative genetic data of P. marguiensis (Goswani et ol., 1986) and P. rnonodon (Sugama et aI., 1993) are currently available, but virtually no biochemical genetic research has been done on P. rnonodon.
Recently, electrophoretically -detectable enzyme or protein variants (biochemical genctic uariants or genetic uariant) have been used as biochemical genetic markers in biological research. Many workers have shown that enzymes and proteins are useful genetic markers for fisheries biology, aquaculture and breeding studies (Sbordoni et a1.,1986; Busack, 1988; Taniguchi and Sugama, 1990; Sugama et ol., 1992;  Taniguchi et al., 7994) . Sbordoni et al. (1986) 
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The starch-gel electrophoretic and staining methods used for detection of biochemical markers followed the procedures described by (Sugama 1988; Sugama et a1.,1992 (Lester, 1983) , Penaeus stylirostris H= 0.06 (Lester, 1983) and Penaeus japonicue (Sbordoni et a,1.,1986) , H= 0.039. More compre' hensive reviews reported hetero-zygosities of 0.048 for decapods (Hedgecock el ol., 1982) , and 0.082 for crustaceans (Nevo, 1984) . Thus deca' pods and crustaceans including Penaeus monodon generally have a low level of genetic variability, as also found in the present study.
The allele frequency differences among localities were tested by Chi-square (X1 test for heterogeneity (Crow and Kimura, 1970 In the present study, the use of the polymor' phic loci (GPI, IDH and MDH) as a genetic marker has further advantages in that resolu' tion of zymograms for those loci are good (Fig.   1) . Therefore, the present findings suggest possibilities for the use of GPI, IDH and MDH as biochemical markers in genetic improvement programmes. IFR Journal Vol.II No.l, 1996 
